Response to reviewer's comments.
Point 2. We have revised this rationale statement to better reflect the focus of the presented results as the reviewer has suggested on the effects of cytokinin on stress response. Table 4 .
Reviewer 2.
The reviewer is correct that a potential role of cis-Zeatin changes in our finding were somewhat overlooked in the original submission. We have added text to indicate the potential importance of this cytokinin here and its potential role in each of the stresses examined here including the citation of references supporting these findings.
The reviewer is also correct that there are known differences of cytokinin levels that can occur over a dynamic range in response to the same stress. We have added text to the discussion to indicate that while the results presented here across several time points generally support findings of cytokinin increases in response to salt and decreases in response to oxidative stress future studies should further analyze this dynamic range in more detail. We have also added text to indicate why timing of experiments was conducted. Reporter line differences can be seen at 6h similar to that shown at 24h in Figure 1 . However, these difference become more apparent by 24h when the image was taken. The 6 hour time point for cytokinin measurements and transcriptomics was selected to ensure appreciable changes had occurred after the initiation of each stress. Studies measuring Fv/Fm over longer times (48h) are needed to see changes in response to each stress, in many ways similar to what is needed for cytokinin senescence bioassays. Actually, we have conducted Fv/Fm studies over much longer timeframes and see similar results to what is presented here.
We have added a note in to text that genes noted as biosynthesis could be (biosynthesis/metabolism) Minor comments. We have addressed these comments through the rewording of text to appropriately address these points, such as we added the "in tomato" to the statement in the abstract regarding photosystem II efficiency. The BioProject ID at NCBI for the RNAseq data has been added.
We have additionally made corrections to the text and figure legend regarding the pTCS reporter line, which is a VENUS line not GFP line as the original submission indicated. No changes in results or findings are impacted by this as it was corrected imaged using a YFP filter using the same equipment, just incorrected notes as GFP. This was simply a typo error as we have a pTCSn:GFP line in Arabidopsis.
